
RESEARCH SAMPLES





















●

●

●●●
●●●●●

●●
●●

●

●●

●
●
●

●●

●

●

●

●

●

●
●

●●

●

●●

●●●●

●
●

●●

●●

●
●

●●
●●
●

●●

●●

●

●

●

●●

●●

●

●

●●

●

●

●

●

●

●

●●
●●

●
●●

●

●

●
●

●

●●
●

●

●

●

●●

●

●●

●

●

●
●●
●

●

●

●

●

●●●●

●

●●
●

●

●

●

●

●

●

●

●

●

●●

●

●●

●
●
●

●●

●●
●●

●

●
●

●
●●
●●
●

●

●

●●●

●●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●
●

●
●

●

●

●
●●●

●

●

●

●

●

●

●

●●●

●

●

●●●

●

●

●

●

●

●

●

●
●●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●●

●

●●
●

●

●

●

●●

●

●●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●
●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●●

●●

●

●

●

●

●

●

●

●●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●
●●

●●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●●

●

●
●

●

●

●

●

●

●

●

●

●

●●
●

●

●

●●

●

●

●●●
●

●
●

●

●●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●
●
●

●●
●

●

●

●

●

●●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●●
●

●
●

●●
●

●

●

●

●

●

●
●

●

●

●●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●●

●

●

●

●

●●

●
●

●

●

●
●

●

●

●

●

●

●

●

●

●●●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●●

●

●

●●●

●

●

●

●●

●●

●

●

●

●

0.000

0.001

0.002

0.003

0.004

0.005

−200 −100 0 100 200
Distance from Stop Codon (Nucleotides)

R
el

at
iv

e 
F

re
qu

en
cy

 o
f M

et
hy

la
tio

n 
E

ve
nt

30

60

90

120

Sample Size

Measurement resolution of 100 nucleotides

Relative Frequency of Methylation Event vs. Distance from Stop Codon (Salt Common)






















